The goal of these experiments was to identify and characterize binding sites in the rat
which is a COOH-terminus extended form of PACAP27 (2) . The cloning of a eDNA for PACAP38 suggests that both peptides are processed from a single 176 amino acid precursor (3) . With the use of a computer-assisted search for amino acid sequence homology with known peptides, PACAP27 and PACAP38 show the greatest structural homology to vasoactive intestinal polypeptide (VIP). Despite the significant sequence homology between PACAP and VIP, the former peptide was at least 1000-fold more potent than the latter in stimulating cAMP production in anterior pituitary cell culture (4 
RESULTS

['531]PACAP binding assay and Scatchard analysis
The kinetics of '251-labeled PACAP27 binding to hypothalamic membrane preparations is shown in Fig. 1 . Binding reached equilibrium after 30 mm of incubation at 22#{176}C (Fig.   1, top) and remained at equilibrium for at least 150 mm. In the presence of GTP, specific binding was reduced by 10%
( Fig. 1, top) . (Fig. 1, bottom ).
In the presence of 100 sM GTP, and unlabeled PACAP27 after equilibrium binding, dissociation was more rapid and displaced 77% of the total specific binding (Fig. 1, bottom) . LOG DOSE ANALOG (uM) Figure 2 . which time 500 nM unlabeled PACAP27 alone or in combination with 100 iM GTP were added to the tubes and the incubation continued for an additional 90 mm. Results are expressed as the X ± SEM (n = 4).
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The FASEB Journal GOTSCHALL ET AL. (Fig. 5) . A major band of 60,000 mol wt was evident when '251-labeled PACAP27 was cross-linked in the absence of unlabeled hormone or in the presence of 500 nM VIP or PACAP(1-23). Minor bands near the origin of the gel were also evident in these lanes.
However, 500 nM of PACAP27 or PACAP38 completely eliminated the visualization of the major 60,000 band and the band near the gel origin.
The bands that ran near or with the tracking dye were partially eliminated by PACAP27 and PACAP38. BOUND (nM) Figure 4 . Scatchard analysis of the PACAP27 data from the displacement curve pictured in Fig. 3 . The fit of these data were consistent with the presence of a single, high-affinity binding site for PACAP27 in hypothalamic membrane preparations, as analyzed by the curve-fitting program LIGAND.
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